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Molecular Identification of Cestoda Isolated from Erythroculter erythropterus
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Abstract

The cestoda was isolated from abdominal cavity of dead Erythroculter erythropterus in Nakdong River,
Chilgok, Korea at 2016. Abdominal cavity of E. erythropterus was filled with three or four cestodas. They
were ivory color and long tapeworm shapes. Molecular identification of the cestoda was performed using
analysis of the 18s rRNA gene sequence. Alignment analysis reveal that sequence similarities with
Digramma interrupta(accession number : AF254122) was 99.6%. This report is the first case of D.
interrupta infection in E. erythropterus in Korea.
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[Fig. 1] The features of Erythroculter erythropterus infected with Digramma interrupta. (a) Appearance
of E. erythropterus after death by cestodas infection. (b) Fish abdomen full of tapeworms (c)
Abdominal cavity of fish after removing tapeworms. The tapeworm is penetrating the intestine

of E. erythropterus.
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[Fig. 2] Morphology of cestoda isolated from Erythroculter erythropterus in Korea. (a) A whole cestoda
shape (b) Tail (c) Body (d) Head. Tapeworms was observed under microscope.
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FP1

Digramma interrupta (China/Access. No. AF254122)
Digramma sp.(China/Access. No. AF354291)

Digramma interrupta 13 (Iran/Access. No. KC900994)

Ligula intestinalis 3 (Iran/Access. No. KC900974)
Diphyllobothrium dendriticum (Switzerlan/Access. No. FM204787)
T Diphvilobothrium ditremum REK3 (Norway/Access. No. DQ768179)
Diplogonoporus grandis DgT3 (Japan/Access. No. AB298514)

Spirometra erinaceieuropaei SE2 (China/Access. No.FI886747)

— ddenocephalus pacificus DP (Australia/Access. No. KU519706)

Ligulacolymbi (Czech Rep./Access. No. DQ925312)

0.1

[Fig. 4] Neighbor-joining phylogenetic analysis of Diphylobothriidac family and 18S rRNA gene sequences
associated with Digramma sp.. The isolation country of the Diphylobothriidae family is indicated
right side. The sequences were secured form NCBI GenBank and the representative name contains
the accession number. The scale bar indicates the expected number of substitution per site.
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