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Abstract

Scuticociliate are one of the main parasite affecting the flounder aquaculture industry, causing significant
economic losses in Korea. Aquatic formalin has been approved to treat against external parasitic infestation
in flounder aquaculture pond. To investigate metabolic effect after treating the parasitic agent aquatic
formalin in scuticociliate Miamiensis avidus, the transcriptome analysis was conducted. Through exposing
with low concentration(10~50 ppm) of formalin for 96 hr, parasite trancriptomes were sequenced cDNA
libraries in the GX Plex sequencer. A total of million read for control and formalin treated group were
assembled in 187,210 and 177,959 contigs, respectively. After normalization and assembling with house
keeping gene( S -actin), transcripts were assigned to biological processes and functions after annotation in
Gene Ontology(GO). Specifically, 10 exclusive transcripts were up- or down-regulated for control and
formalin treated group, respectively. Our results provide valuable genetic information for further analysis of
the biological responses mechanism of aquatic formalin exposure in M. avidus.
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[Fig. 2] Gene Ontology(GO) annotation associated with the transcriptome of M. avidus.
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<Table 1> Genes showing differential transcription expression between control/formalin treated group

Contig

Upper

No. Name | /down e-value Target description Putative Gene Function
von Willebrand factor type A dommin containing protein Cell defence system

1 | Scul094 | 4.21 |7.76E-69 [Tetrahymena thermophila] e system

2 | Scul226 | 3.70 | 2.43E-10 W*““.“:]l I-phosplate - synthase - family - protein - [Tetraymena cl mhsm
3 | Scu2870 | 3.20 | 3.64E-43 |hypothetical protein [Paramecium tetraurelia strain d4-2] Not known

4 | Sculd7 | 3.17 | 1.04E-07 |ABC transporter family protein [Tetrahymena thermophila] Cell defence system

5 | Scu2450 | 3.15 | 2.43E-10 |hypothetical protein TTHERM 00727500 [Tetrahymena thermophila] Not known

6 | Scu698 | 3.09 |2.97E-22 |hypothetical protein TTHERM 00812660 [Tetrahymena thermophila] Not known

7 | Scu5851 3 1.94E-73 | hypothetical protein TTHERM 00456900 [Tetrahymena thermophila] Not known

8 | Scu829 | 2.95 |9.18E-151 hypothetical protein [Paramecium tetraurelia strain d4-2] Not known

9 | Scu5995 | 2.95 |4.27E-103|ubiquitin family protein, putative [Ichthyophthirius multifiliis] Imnune system

10| Scu978 2.92 | 5.54E-33 |EGF-like domain containing protein [Tetrahymena thermophila] Developmental process
11| Scu3089 | 0.097 | 7.07E-75 |hypothetical protein [Paramecium tetraurelia strain d4-2) Not known

12| Scu3947 | 0.171 | 1.57E-35 |cathepsin L-like cysteine protease [Philasterides dicentrarchi] Inmmne system

13| Scul209 | 0.172 | 3.93E-78 |Leishmanolysin family protein [Tetrahymena themmophila] Immune system

14 | Scu3068 | 0.205 | 7.10E-91 |hypothetical protein PTSG 04401 [Salpingoeca sp. ATCC 50818] Not known

15 |Scul1025| 0.247 | 7.41E-06 |leishmanolysin family protein, putative [Ichthyophthirius multifiliis] Imnne system

16 | Scu3770 | 0251 | 3.64E-43 |Sugar transporter family  protein [Tetrahymena thermophil] - lﬂacreigmg‘em
17| Scu775 | 0.269 | 4.25E-34 |hypothetical protein TTHERM 01586460 [Tetrahynena thermophila] Not known

18 | Scu3221 | 0.294 | 1.08E-36 |hypothetical protein [Paramecium tetraurelia strain d4-2] Not known

19| Scu9001 | 0.295 | 1.04E-07 | VSP [Giardia intestinalis ATCC 50581] Cellular signaling process
20| Scu985 | 0.311 |2.87E-76 |leishmanolysin family protein, putative [Ichthyophthirius multifiliis] Immne system
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